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Case: 28

AATGTTTATGCCATTAAAGAAATCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTATATCTGTCACATGGTACTATG
ATAAAGTTATCTAGAAATAAAAAAGCATACATTTGATAATTCACCAAATTGTGA

Homo sapiens gene for LUCT/interleukin-8, complete cds
Sequence ID: D14283.1 Length: 3296 Number of Matches: 1
Range 1: 1022 to 1155

Score

Expect  Identities Stran

96 60

Gaps
235 bits(127)

d

132/134(99%) 2/134(1%) Plus/Plus

uery T-AAAG-AAATCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTA 63
Sbjct 1(@4”lum*m@g@llmmAMJ!AAAATCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTA 1081

Query

ACTATGATAAAGTTATCTAGAAATAAAAAAGCATACATTTGATAA 123

Shjct 1A|M||mkwémyq%kéwluygmACTATGATAAAGTTATCTAGAAATAAAAAAGCATACA'I'I'TGATAA 1141

Query 124 TTCACCAAATTGTG 137
Shjct 1M£ |'I'”'I'CACCAAATTGTG 1155
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TATGTTATGCCATTAAAGAAATCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTATATCTGTCACATGGTACTATGA
TAAAGTTATCTAGAAATAAAAAAGCATACATTTGATAATTCACCAAATTGTG

Homo sapiens gene for LUCT/interleukin-8, complete cds
Sequence ID: D14283.1 Length: 3296 Number of Matches: 1
Range 1: 1022 to 1155

Score Expect  Identities  Gaps Strand
235 bits(127) 9e 60 132/134(99%) 2/134(1%) Plus/Plus
TCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTA 63
élﬂllll |||| ||||II&}:&I||||||||||||||||||||||||(}3
t 1 AAAATCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTA 1081

64 TATCTGTCACATGGTACTATGATAAAGTTATCTAGAAATAAAAAAGCATACATTTGATAA 123
Sbjct 1(#!%”lI'll»u«lluél'lllguluékéAlluglgI'PACTATGATAAAGTTATCTAGAAATAAAAAAGCATACATTTGATAA 1141
Query 124 TTCACCAAATTGTG 137

soict 110 WkcaccanaTTaTG 1185
TT ©oj50 55 aiges :f IS0

Bioneer ...

FESHWVISTVWNY Y o7

|

I Cuwe: 32

AATGTTTATGCCATTAAAGAAATCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTATATCTGTCACATGGTACTATG
ATAAAGTTATCTAGAAATAAAAAAGCATACATTTGATAATTCACCAAATTGTGA

Homo sapiens gene for LUCT/interleukin-8, complete cds

Sequence ID: D14283.1 Length: 3296 Number of Matches: 1

Range 1: 1022 to 1155

Score Expect  Identities  Gaps Strand
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TTATGCCATT-AAAG-AAATCATCCATGATCTTGTTCTAACACCTGCCACTCTAGTACTA 63
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Query 124 TTCACCAAATTGTG 137

Shjct déu I'I'U'I'CACCAAATTGTG 1155
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Abstract
Aim: In this study, relationship between breast cancer and 251A/T polymorphism of IL-8 gene, as the

genetic marker, was investigated in the Iranian females population by Tetra arms-PCR.

Materials and methods: In this case-control study, 50 women with breast cancer and 50 healthy
women as control group were selected. After extraction of DNA, determination of IL-8 gene 251 A/ T

polymorphism genotypes was performed by Tetra arms-PCR.

Results: In the control group, frequency of AA, AT, and TT genotypes were 0%, 88% and 12%,
respectively and them for case group were 12%, 54% and 34%, respectively. Result showed no

significant difference between AA, AT and TT genotypes in the control and case groups (P < 0.05).

Conclusions: In current research, there was no significant difference between A and T alleles in the
control and case groups. Therefore, it indicated that there was not association between IL-8 gene 251

A/T polymorphism and breast cancer in the studied Iranian females population.

Keywords: Breast cancer, IL-8 gene 251 A/ T polymorphism, Tetra arms-PCR technique
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